Exploratory visual analysis of pharmacogenomic results.
Comprehensive analysis of expansive pharmacogenomic datasets is a daunting challenge. A thorough exploration of experimental results requires both statistical and annotative information. Therefore, appropriate analysis tools must bring a readily-accessible, flexible combination of statistics and biological annotation to the user's desktop. We present the Exploratory Visual Analysis (EVA) software and database as such a tool and demonstrate its utility in replicating the findings of an earlier pharmacogenomic study as well as elucidating novel biologically plausible hypotheses. EVA brings all of the often disparate pieces of analysis together in an infinitely flexible visual display that is amenable to any type of statistical result and biological question. Here, we describe the motivations for developing EVA, detail the database and custom graphical user interface (GUI), provide an example of its application to a publicly available pharmacogenomic dataset, and discuss the broad utility of the EVA tool for the pharmacogenomics community.